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Education

The George Washington University, Washington, DC
*  Graduate Certificate in Clinical Research Administration, 2006-present.

Columbia University, New York, NY
=  Master of Arts in Biomedical Informatics, December 2004.
= Selected coursework: Economics of Informatics, Data Structures in Java, Representation and Coding of
Medical Data, Decision Support in Biomedicine, Evaluation Methods in Biomedical Informatics.
= Masters Thesis Topic: Pressure Ulcer Risk Assessment Model

Boston College, Chestnut Hill, MA
= Bachelor of Arts, May 2001.
= Major: Mathematics; Minor: Scientific Computation; Concentration: Pre-Medical.
= Selected coursework: Introduction to Biology, Introduction to Computer Science, Scientific Computation (I, II,
IIT), Computational Molecular Biology.

Honors

=  Dean’s list: Decemb~er 1998, December 1999, December 2000, May 2001
=  The National DeanG List 2000, 2001.

Research Experience

University of Chicago, Department of Medicine, Chicago, IL Jan 2006 — present
Biomedical Data Analyst
Responsibilities include the development of knowledge management tools to enhance evidence-based medicine, and
novel techniques linking genotypic and phenotypic information, providing insights with the potential to aid in the
advancement of oncology translational research. Additional duties include:
* Liaison and coordinator of local projects associated with NCI’s caBIG Integrated Cancer Research workspace.
*  Design and development of generic data models to be used in implementing a department-wide data warehouse.
* Development and evaluation, in coordination with experts, of genotype databases and models enhanced with
phenotypic contextual information.
* Coordination of Velos eResearch implementation and conduct of clinical research data quality assurance tasks
within the Cancer Center.

Columbia University, Department of Biomedical Informatics, New York, NY Feb 2005 — Jan 2006
Biomedical Informatician/Analyst
Responsibilities include planning and implementation of an ontology of biomedical concepts for use in enabling
information retrieval in the context of basic science and clinical knowledge sources. Further responsibilities include the
development of an oncology-focused extension to the Gene Ontology Annotations database, PhenoGO that includes
phenotypic conceptual entities. Additional duties include coordination of project activities with industrial partners
including John Wiley and Sons Inc., as well as active involvement in team-oriented software project management
activities within the Lussier Research Laboratory at Columbia University. Accomplishments include:
= Curation of prototype corpora of generic clinical queries.
= Knowledge engineering of standardized controlled medical terminologies for use in evaluating novel literature-
based information retrieval tools.
=  Development of knowledge discovery tools to enhance current evidence-based medicine techniques using
natural language processing and semantic mapping techniques.
= Design, implementation and management of project-specific relational databases and associated thick- and thin-
client user interfaces.
= Design, coordination and execution of quantitative evaluation of prototype knowledge discovery tools targeting
the biomedical literature.



Professional Experience

Columbia University, Department of Biomedical Informatics, New York, NY Jan 2004 — Jan 2005
Graduate Research Assistant
Projects included quality control analysis of Vigilens clinical event monitor and evaluation of pervasive wireless user
interfaces used to deliver critical laboratory alert messages. Accomplishments included:
=  Designing and implementing statistical quality control system, using Perl scripts to extract and aggregate data
from clinical databases, to oversee the event monitor with daily, weekly and monthly summaries.
= Conducting regular sampling evaluations of Vigilens system performance by analyzing alerts against critical
laboratory results in the clinical database.
=  Designing custom user interface for the Blackberry handheld devices in collaboration with employees at the
IBM Thomas J. Watson Research Center located in Hawthorne, New York.

Medical Information Technologies, Inc., Norwood, MA July 2001 — July 2003
Programmer/Analyst
Responsibilities included provision of software service support for all ADT and EMR systems for sixty hospitals
nationwide. Additional duties included implementation of customized programs in company-developed proprietary
languages (Magic, NPR) and coordination of software updates to meet federal and state regulations. Accomplishments
include:
= Implementation of state-specific customized programming to aggregate financial and medical data to meet the
regulatory requirements of the lowa Hospital Association.
» Coordination and management of initiative to address client requirements for HIPAA required third party payer
information management. Served as primary liaison among clients, management and technical staff.

Wadsworth Center, Albany, NY June 2000 — Aug 2000
Chemist Aide
Responsibilities included conducting safety inspections within the laboratories, including fire extinguishers and electrical
systems, and maintaining database of all hazardous chemicals used in the laboratories. Accomplishments included:

=  Development and management of publishing of safety guidelines material.

Presentations

=  Generating Executable Knowledge for Evidence-Based Medicine Using Natural Language and Semantic
Processing, AMIA Annual Symposium, November 2006.

= An Evidence-Based Information Model for Answering Clinical Questions. Columbia University Department of
Biomedical Informatics retreat, August 2005.

= Two Systems Integrated Creating an Advanced Clinical Notification System Supporting Alert Criteria, Roles
and Institutional Policies. Columbia University Department of Biomedical Informatics retreat, August 2004.

= ¢ID: A High-throughput Emerging Infectious Disease Literature Monitoring System. Decision Support in
Biomedicine course, May 2004.

= Maintaining Consistency between a Concept-Based Vocabulary and a Changing Standard Controlled
Terminology. Representation and Coding of Medical Data course, May 2004.

= Linear Regression and Path Analysis. Methods in Biomedical Informatics course, April 2004.

= Integrated Public Health Laboratory Information System for the New York City Department of Health and
Mental Hygiene. Public Health Informatics course, December 2003.

= 5-Year Return on Investment for the Implementation of a Computer-Based Patient Record in a Small Group
Practice. Economics of Informatics: Cost and Investment Issues in Healthcare Information Technology course,
December 2003.

= Implementation of Sippl’s Algorithm to Determine Conformations of Small Peptides. Computational Molecular
Biology course, May 2001.

Papers & Published Abstracts

= Borlawsky T, Hripcsak G. Evaluation of an Automated Pressure Ulcer Risk Assessment Model. Home Health
Care Management and Practice, submitted 2006.

= Borlawsky T, Friedman C, Lussier YA. Generating Executable Knowledge for Evidence-Based Medicine Using
Natural Language and Semantic Processing. AMIA Annual Symposium Proceedings, 2006.

»  Friedman C, Borlawsky T, Shagina L, Xing HR, Lussier YA. Bio-Ontology and Text: Bridging the Modeling
Gap. Bioinformatics, in press.

= Lussier YA, Williams R, Li J, Jalan S, Borlawsky, T, Stern E, Kohli I. Partitioning Knowledge Bases Between
Advanced Notification and Clinical Decision Support Systems. Decision Support Systems, in press.




Lussier, YA, Borlawsky T, Rappaport D, Liu Y, Friedman C. PhenoGO: Assigning Phenotypic Context to Gene
Ontology Annotations with Natural Language Processing. Pac Symp Biocomputing, 2006.

Sam L, Borlawsky T, Rappaport D, Li J, Shagina L, Liu Y, Friedman C, Lussier YA. Towards a Eukaryotic
Phenome: the PhenoGO Database System. Pac Symp Biocomput, 2006.

Borlawsky T, Li J, Jalan S, Stern E, Williams R, Lussier YA. Partitioning Knowl edge Bases Between Advanced
Notification and Clinical Decision Support Systems. AMIA Annual Symposium Proceedings 2005.

Borlawsky T, Rappaport D, Sam L, Li J, Liu Y, Friedman C, Lussier YA. Computational approaches for
genome scale analyses of phenotypesN Bridging the phenotypic gap between clinical repositories and model
organism databases. Genome Informatics Conference, Cold Spring Harbor Laboratory, 2005.

Computer Skills

Programming Languages: C/C++, Magic, NPR, JAVA, Perl, SQL
Database platforms: mySQL, MS SQL Server, Oracle
Operating Systems: Windows 95 — XP, MacOS, Unix

Professional Memberships

American Medical Informatics Association (AMIA) 2003 - Present

Certifications

HIPAA: Health Insurance Portability and Accountability Act Training Course.
Protection of Human Research Participants (GCP) - for Patient-Oriented Clinical Investigators.



